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Figure 3, Mean numbers of C.pnewnoniae IFU recovered from equivalent spleen 
samples from immunized and mock-immunized hamsters following a systemic 
challenge. Standard deviation values are shown above the bars. Antigens which 
induced significant protection are highlighted with an asterisk above the 
corresponding bar. All antigens were were delivered in Freund's adjuvant, ni. ~ non 
immunized controls 
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Figure 4 
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Figure 5 
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This Alignment shows a new family of proteins expected to constitute a 
system of antigens probably delivered on the Cpn surface or secreted by 
a type V (autotransporter) secretion mechanism 
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Alignment of the C- terminal (beta barrel 1) domains of the proteins encoded by the 
C. pneumoniae genes Cpn0795 (7016) and Cpn0796 (7107) 
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